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Abstract

This third enigma is standing in relation to enigmas 1 & 2, given in our previous
two communications. It is relating to total number of atoms (239) in side chains
of 23 protein amino acids, within standard genetic code. By this three amino
acids (L, S, R) are included twice each.

INTRODUCTORY NOTE

It is known that the balances of atom number and/or nucleon number
in amino acid molecules (within genetic code) are determined by the
differences for 00, 01, 10 and/or 11, writing in decimal numbering
system [see about that in our works; for example, References in Note
1 (version 2) in our site (www.rakocevcode.rs)].
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THE PROBLEM

1. Find a new arithmetical algorithm for a connection between 10 and
11 (Table 1), such an arrangement which corresponds to an adequate
amino acid arrangement (Table 2).

2. The problem (question) is: which chemical law (which regularity)
dictates the arrangement, given in Table 2.



c b a b ¢ d e f g
1 10
2 1 23
3 /210 = 09 - (01) - 11 =-1K
4 M (01) -45 (35)
5 (02 - 10 = -12
6 -22/
1 20
2 1 15 \
3 (01 =08- (09) - 12 = 03
4 o1 (03) 27 (28)
5 (08) - 10 = 02
6 12
1 30
2 1 07
3 (12 =07 - (19) - 13 =nm
4 o1 (05) 09 (21)
5 (18) - 10 = 08
6 02 >
1 40
2 1 01
3 (23 =06- (29) - 14 = 15 (O7) 09 (14)
4 01
5 (28) - 10 = 1V
6 08
1 50
2 1 09 \
3 (34 =05- (39) - 15 = 24
4 o (09) 27 (07)
5 (38) - 10 = y
6 18
1 60
2 1" 17 \
3 (45 = 04 - (49) - 16 = 33
4 o1 (11) 45 (00)
5 (48) - 10 = 38
6 2w

Table 1 (1). From a start of 10-11 follows a specific arithmetical arrangement,
which 6™ event is a zeroth one at the same time.



c b’ a b ¢ d e f g
1 60
2 1" 17 \
3 |45 = 04 - (49) 16 = 33
4 01 (11) 43 (00)
5 (48) 10 = 38
6 n
1 70
2 " 25 \
3 |56 = 03 - (59) 17 = 42
4 o1 (13) &3 (-07)
5 (58) 10 = 48
6 a8
1 80
2 1 33
3 |67 = 02 - (69) 18 = SN
4 o1 (15) 81 (-14)
5 (68) 10 = 58
6 48 >
1 90
2 11 41 T
3 |78 = 01 - (79) 19 = 60 (17) 99 (-21)
4 01
5 (78) 1m = E.V
6 58
1 100
2 1 49 \
3 |89 = 00 - (89) 20 = 69
4 o (19) 117 (-28)
5 (88) 10 = V
6 68
1 110
2 1 41 T
3 100 = 01 + (99) 21 = 78 (21) 135 (-35)
4 01
5 (98) 10 = EV
6 78

Table 1 (2). All quantities, appeared in sixth event,

amino acid arrangement (Table 2).

one can find in a specific



GGU —_ AAU —_
GGC _ AAC _
oA " _ _ M 33
GGG UUG — AUG
GCU cuU GAU TUU 5
GCC cuC GAC UuC
GCA cua L _ _ F 38
GCG fwife _ _
GUU —_ AGU UAU 7
GUC _ | asc UAC )
GUA AAA K . _ Y 45
GUG AAG — —
cCcu CGU Ucy _ 3
cce CGC vce _ _
cCa cca B | uca _ W 48
oG CGG UcG vee
AUU — acy CAU 1
AUC _ ACC CAC )
AUA sca F |aca _ H 49
— AGE ACG —
— UGU
_ UGC

caa Q — 16

CAG _

Gan E 10

GAG

Table 2. A specific amino acid arrangement, correspondent with a specific
arithmetical algorithm, given in Table 1, and related to other harmonic structures
of the genetic code (Rakocevié, 1998, 2004).
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ADDITIONAL COMMENTS

All my work on the genetic code, published here in viXra, contain a common law - the analogy
with quantum physics, the "packaging™ of energy in the atom and / or filling out the orbitals by
electrons. | will give here only two examples. In Note 2, in Figure 1, shown is the filling of
decimal positions in the decimal numeral system (doublets 079/179 and 025/125), with the
change of the unit, in one of the positions, analog to the filling of atomic orbitals with one by one
of electrons. Another example is an analogy with the quantum of energy in the atom; there are
quanta of energy, and here a "quantity" of number of molecules, atoms, nucleons, or other
particles. Thus, the quantum of "79" is found again, and twice, in Table 2 of the paper "On the
completeness of genetic code”, Part IV. (The first case is: amino acids encoded with four or three
codons: LVSPTAGR + | = 79 atoms; and for the second case we refer the reader to view directly
in the said Table.) However, we also find the quantum of "125" ["On the completeness of genetic
code", Part V, Table 2. (The first case: the amino acids encoded by the two or one codons:
FYHQNKDEC + MW = 125 atoms; and for the second case we also refer the reader to directly
view in the said Table).]
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